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IOM Use Models #1&2: Pharmacogenomic Use This use model depicts the various steps involved in providing personalized treatment for the prescription of drug therapies to determine their efficacy and safety on Permanente and Priyadarshini.Ravindran from Allscripts
Pilot for TPMT(Thiopurine) and CYP2C19(Plavix) candidate patients. Drugs in this category are known to elicit considerable variability in individual response based on the patient's genetic make-up. Version 1.0 10/23/2014
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