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Implementation Research: the scientific
study of barriers to and methods of
promoting the systematic application of

research findings into practice



Evolution of Clinical Decision Support

Evidence Driven

Pathway Driven
Data Driven?



Riding the Tsunami of Genomic Data
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Evolution of testing strategies
Single mutation -> Hot spot panels -> NGS



Decision Support
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Which test to order?




How to
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My Cancer Genome knowledge driven

clinical decision support
Clinically Integrated Solutions
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Vanderbilt Experience

8,436 Tumors Genotyped by 979 Total Genotyped Patients Enrolled
Vanderbilt-Ingram Cancer Center on Interventional Clinical Trials

12,368
Informative

Variants

21,599 Variants of Uncertain
Significance for Discovery Research

4,694 Total Patients Enrolled on Precision Oncology Clinical Trials



Prospective Randomized Trial
evaluating impact of CT-matching
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Embedded versus Tethered







Balancing EHR documentation
innovation with Provider Burnout
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